Supplementary Figure S4 . Venn diagram of differentially expressed genes in 13-7 and 19-4 lines from our microarray analysis, and ABI4-and ABI5-direct target genes in ABI4-and ABI5-overexpressed seedlings from public microarray data. Microarray analysis identified significant differentially expressed genes of 13-7 and 19-4, compared with parental nrpd1 under ABA treatment (Expression change was 1.5-fold or 0.67-fold, FDR < 0.05). The ABI4-and ABI5-direct target genes were used from the Supplementary material 2 of previous report (37).
Supplementary Figure S5 . An ABA-insensitive phenotype of self-fertilized 13-7 progeny on 2 µM ABA. 1 st , 2 nd , 3 rd : the generation of self-fertilized progeny.
Supplementary Figure S6 .
Phenotypes of the F2 population derived from a single F1 progeny of a cross between an ABA-insensitive mutant (13-7 or 19-4) and a wild-type plant. Supplementary Figure S8 . Bisulfite sequence analysis of 5′ and 3′ flanking regions of the ONSEN insertion in 13-7 and the F1 hybrid between 13-7 and an IBM2 mutant or between 13-7 and a NRPD1 mutant. 
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